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Abstract
Recent technological breakthroughs are producing an unprecedented volume of data on the genetic determinants of human diseases. In our
quest to identify disease biomarkers and to support drug discovery projects, it is necessary to
place these wealth of information in the context of
current biomedical knowledge. In this talk I will
present our work in this area exemplified by the
DisGeNET 1 and PsyGeNET 2 knowledge platforms. The key role of text mining for extraction
of relations between biomedical concepts will be
discussed 3 . I will present some of the hurdles
we face in structuring the knowledge of human
diseases, such as the prevalence of data silos in
biomedicine, limitations of current ontologies and
the need of data curation and prioritization strategies. In this regard I will share our experience for
data curation leveraging on users’ community and
crowdsourcing. Finally, the importance of building an ecosystem of linked data in biomedicine to
support translational research will be presented.
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