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Abstract

The integration of biomedical resources is necessary due to the amount of het-
erogeneous information continuously being generated. In this work, we address
the integration of existing information about orthologous genes and proteins.
The process followed in this work consists of three main steps: (1) construc-
tion of the ontology representing the biological knowledge of the resources; (2)
definition of the mappings between the ontologies and the resources, which are
needed to support the data integration process; and (3) integration, through
which an ontological knowledge base is created. The ontology was implemented
in OWL, containing 52 concepts, 9 object properties and 2 data type proper-
ties, cardinality and disjointness constraints. As a result, a semantic resource,
which integrates the resources used by YOGY]1], has been obtained, containing
approximately 1168000 orthologous genes, 956000 proteins connected to genes,
and 114000 orthologous clusters.The development of this integrated ontological
repository provides a series of advantages: (1) more powerful and efficient usage
of the information; (2) the integration process allows for removing redundancy,
so the information improves on precision and quality as well as reduces time and
effort for researchers; (3) the repository can be integrated with different tools
using the same ontology, and the knowledge can easily be enriched and extended
by reusing other bio-ontologies.
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