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SPARQL Inferencing Notation

HyQue data retrieval and evaluation rules are written in the HyQue uses bio-ontologies collected and maintained by the

SPARQL Inferencing Notation (SPIN). SPIN rules can executed ( Evaluation rules KnOWIGdge base National Center for Biomedical Ontology (NCBO) to describe
using a reasoner, and also published as linked data and queried hypothesis details including event type, location and the
using SPARQL. biological function of event participants.
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HyQue evaluations are automatically linked to both the input

hypothesis and the data used to generate the evaluation. As a

result it is possible to follow the path from a hypothesis to its
supporting data and vice versa.
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